
YJ
M

97
8

YJ
M

97
5

YJ
M

98
1

L1
37

4

DB
17

88

DB67
65

BC187RM11-1AM22WU CLIB215DB1373
WE372

AWRI796

DB1106

AWRI1631 VL3
Vin13

Q
A23

59A
EC

1118
JAY291

T73
C

BS7960

I14

D
B1853

YIIc17 E5

273614N

32
21

34
S

C
LI

B3
82

CB
S7

95
7

YJ
M

28
0

CLI
B3

24

YJ
M65

3

FL100
Sigma1278b

CENPK

MP W303

BY4741

ForstersO

ForsterB

YS9

YS4
YS2

IL01

YJM428
YJM789

YJM320
YJM421
YJM326

378604XDB6040NCYC361

EC9-8

YJM451

PW5
DB6044

NCYC110
SK1

Y55

UW 227 2

UW
 217 3

U
W

03-461.4

U
W

-2421

YPS163

YPS128
YPS606

YPS1009
N

C
02

T7

UW
 787 3

YJM
269

Y10
K11UC5

Kyokai7ZTW1

YJSH1

SGRP Y9 SGRP2 Y12

0.05

Supplementary,figure,S4:"Neighbour"joining"tree"showing"the"evolu3onary"rela3onships"of"the"genomes"of"CBS7957"and"

CLIB382"(a"mosaic"genome"with"a"major"contribu3on"from"the"wine"yeast"genome)"and"of"77"other"strains"available"in"

database."Wine"strains"are"coloured"in"green,"sake"and"Asian"strains"in"dark"blue,"oak"strains"in"blueMgreen,"bread"and"

beer"strains"in"orange,"laboratory"strains"in"red,"and"African"strains"in"brown."Arrows"show"the"strains"CLIB382"and"

CBS7957."The"tree"has"been"calculated"with"the"snphylo"pipeline"from"a"subset"of"34810"SNPs"(obtained"aSer"pruning"

for"a"minimum"spacing"of"100bp)"from"a"313972"SNP"data"set""obtained"from"the"genome"alignment"comparison""


